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EYEFE T —FIFTEREEER 2 Bioinformatics, an interdisciplinary
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it ~ MR EIR REREES - FY15 sequence analysis (including DNA
H(EDNAEF RS - BB F5I8E sequencing and assembly, pairwise
b ~ ZEFIHELL) - EEEFLEY) sequence alignment, multiple
HERET - EHEGBREIER sequence alignment); genetic and
DIRETEEN ~ 51 F3¢ET ~ - FRIERS physical mapping; protein structure,
7~ BERFHEST(EGEST, 2K family classification and functional

BN cDNA,SNP 4 [&#7%1<) - ZRZIHE Syllabus pediction; primer design;

AR - BB S W] R AR BRI TR -
Bk & R A Y AR o B
M%EE - LR R A2
R BERRTT » BV AEYEALE
ALR - WEBEVE R HFEHRN
BB -

phylogenetic tree analysis; gene
expression analysis (including EST,
cDNA, SNP, microarray, etc.); gene
finding and annotation; hidden
Markov models and gene prediction;
introduction and usage of
comprehensive bioinformatics tools
under window platform. This course
will familiarize students with the
principles, web resources, analytical
tools and computational methods of
contemporary bioinformatics for
future research and advanced study.
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