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phylogenetic tree analysis; gene
expression analysis (including EST,
cDNA, SNP, microarray, etc.); gene
finding and annotation; hidden
Markov models and gene prediction;
introduction and usage of
comprehensive bioinformatics tools
under window platform. This course
will familiarize students with the
principles, web resources, analytical
tools and computational methods of
contemporary bioinformatics for
future research and advanced study.
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